Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.008 Å; R factor = 0.065; wR factor = 0.161; data-to-parameter ratio = 12.2. 
Related literature
Transition metal complexes of salicylaldehyde-peptides and salicylaldehyde-amino acid Schiff bases are non-enzymatic models for pyridoxal-amino acid systems, which are of considerable importance as key intermediates in many metabolic reactions of amino acids catalysed by enzymes, see: Bkouche-Waksman et al. (1988) ; Wetmore et al. (2001) ; Zabinski & Toney (2001) . For the preparation, structural characterization, appropriate spectroscopy and magnetic studies of Schiff-base complexes derived from salicylaldehyde and amino acids, see: Ganguly et al. (2008) and references cited therein. For Schiff bases derived from simple peptides, see: Zou et al. (2003) .
Experimental
Crystal data [MnNi 2 (C 11 Table 1 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2003 ); cell refinement: SAINT (Bruker, 2003) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: XP in SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: DIAMOND (Brandenburg, 2000) .
Transition metal complexes of salicylaldehyde-peptides and salicylaldehyde-amino acid Schiff base are non-enzymatic models for pyridoxal-amino acid systems, which are of considerable importance as key intermediates in many metabolic reactions of amino acids catalyzed by enzymes (Zabinski et al., 2001; Wetmore et al., 2001; Bkouche-Waksman et al.,1988) .
Considerable effort has been devoted to the preparation, structural characterization, appropriate spectroscopy and magnetic studies of Schiff-base complexes derived from salicylaldehyde and amino acids and reduced salicylidene amino acid (Ganguly et al., 2008) , but little attention has been given to Schiff base derived from simple peptides (Zou et al., 2003 The Mn-O distances range from 2.125 (4) to 2.252 (3) Å. In the packing scheme of this compound the intermolecular and intramolecular hydrogen bonds plays a very important role. The hydrogen atoms of water bond with the carbonylic, carboxylic, phenolic and nitryl oxygen of the Schiff base ligand (Fig. 2) . The molecules are linked by the hydrogen bond to form a two-dimensional network in the solid state.
The Schiff base was prepared through the condensation of the glycylglycine and 2-hydrogen-5-nitrobenzaldehyde. glycylglycine (10 mmol) was dissolved and refluxed in absolute methanol (40 mL) containing LiOH 
Refinement
The water H atoms in the complex were located in a difference Fourier map with a distance restraint of O-H = 0.85 Å and U iso (H) =1.5U eq (O). All other H atoms were positioned geometrically and constrained as riding atoms, with C-H distances of 0.93-0.97 Å and U iso (H) set to 1.2 or 1.5U eq (C) of the parent atom.
Figures Fig. 1 . ORTEP plot of complex 1 with atom numbering scheme (Thermal ellipsoids are drawn at 40% probability level). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Refinement

